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| Marker-free

Fig. 1A—C Generation of marker-free transgenic plants by the co-
transformation methods. A selectable marker gene and a gene of
interest from two different T-DNAs are integrated imnto unlinked
loct by co-transformation. The gene of interest 1s segregated from
the selectable marker gene L‘rI}r sexual crossing. @ Selectable mark-
er gene, ir gene of interest, B border sequence of T-DNA
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Coho Salmon

Novel gene
construct:
strong promoter
(sockeye MT) +
extra growth
hormone gene
(sockeye GH).

Growth hormone expressed in cold
waters, unlinked from temperature
cue. <



