Genomic analysis of a key innovation In an
experimental Escherichia coli population
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Phylogeny of Ara—3 population.
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Tandem amplification in Cit* genomes.

Segment amplified in Cit* b Tandem copy 1 Tandem copy 2
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Expression levels from native citT, native rnk and
evolved rnk-citT
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New rnk-citT module confers Cit* phenotype in potentiated

background.
a BamHI Sall
citG rnk promoter construct designed for
‘gene gorging’
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rnk-citT modules
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Refinement of Cit* phenotype by
Increased number of rnk-citT modules.
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Evidence for epistatic interactions
In potentiation of Cit* phenotype.
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Mutations that produced Cit*
phenotype in 14 replay experiments.

IS3 insertion sites
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