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Figure 2. Schematic illustration of (A) conventional Fe*'-IMAC
and (B) novel Zr**-IMAC adsorbents for binding of phosphopep-
tides (Jiang, 2008)
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Table 1 prmotein posttranslationalm odification databases

D atabase Data Statistics[13]

11025 PTM siteson 4921 pmoteins
E xperm entverifiad

Sw issprotid 72308 PTM siteson 31026

pim sPotential ptm s _
proteins

V erified phosphorvlated h314 phosphorylated sites on
Phosphoelm 1
sites in eukarvotes 1805 proteins

E xperm entverified

Phosphosite!™
pim s
V erified glycosy lated
0 zlychasel! 242 glycosylated proteins
sites
R esid® Pm types 424 pm types
Predicted pm = by 14057 known PTM sites
D hDi]Il [ia]
HM M 772154 predicted PTM sites
Phosphorylated peptides 6600 phosphorylated sites on
Phosida®

from M 5 2244 proteins .
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sites by specific kinases
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0 —elycosylation sites of
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Sulfation sites
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