Quantitative proteomic analysis
reveals a simple
strategy of global resource
allocation In bacteria
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> Solution

* |In characterizing the state of a gas, useful quantitative measures
are macroscopic quantities such as pressure and temperature,
not the statistical clustering of the trajectories of molecules in the
gas. In systems biology, might similar measures exist to provide
meaningful quantitative characterization of cellular responses?

« Material: E. coli cells
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Distribution of observed 4N to 1°N
protein ratios
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Figure S3. The overall precision of the method of
guantifying relative protein expression levels with mass
spectrometry.
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titratable LacY expression @
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Figure S1. C-limitation by titrating lactose uptake.
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Figure S2. A-limitation by titrating ammonia assimilation
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Clustering analysis
of protein
expression trends

Coverage: ~80%
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Figure S8.
Grouping proteins
Into 8 groups.
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-~ The coarse-grained proteome sectors
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z Abundance-based GO analysis
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fraction of ~ C- and ~A-

sector proteins that are In
common
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> Constraint of finite proteome resources (/&)

Under R-lim: A¢r(L) = ¢ppax — A/ KR

/

-1 — —1 —1 —1
Kp =V TV, TV
* under R-limitation only vz Is reduced, all

other sectors still follow the general
responses
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z Figure 5. Performance of the proteome-
based flux model.
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